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Infant groups (n = 50 per group):
 INFANTMET: Pre-term (<1500g or <35 weeks)
* INFANTMET: Caesarean section (full term)
 INFANTMET: Natural vaginal delivery (full term)
«  MYNEWGUT: Caesarean section (full term)/Antibiotics
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INFANTMET data to 4 years am
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Alphadiversity to four years
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Alpha diversity: diversity within a sample
Increases with age
Lowest diversity in those born preterm and very preterm
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Gestational age at birth
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Microbiota clustering by age am
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Recruitment of infants with altered microbiota
My » . . .
composition due to C-section delivery at birth, and
antibiotic treatment during the first 4 days of life and
GUT comparison with healthy controls (INFANTMET)

Full Term Infants :
C-section delivery and antibiotic treated during the first 4 days of life (n = 50)

Stool Samples X X X X X X
Hair X

Urine Sample X

Saliva Sample X

: Recruitment of MYNEWGUT infant cohort
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S » * sequencing samples from week 1 to 24 (30
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Bioinformatic
Analysis
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MNG infants and INFANTMET infants

- Bayleys assessment at year 2:
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Infant gut microbiota: Phylum level

Taxonomic LevelTimepoint Taxon Comparison
Phylum Week 1  Bacteroidetes IM CS vs MNG 0.021
IM CS vs IM SVD 0.038
Week 24  Saccharibacteria IM CS vs IM SVD 0.032

Name of person presenting
p. 11 24/10/201 Title of presentation www.mynewgut.eu
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GUT Infant gut microbiota at 24 weeks: Genus level
Taxonomic Level Timepoint Taxon Comparison P value
Corynebacterium.1 IM CS vs MNG 0.009
IM SVD vs MNG 0.022
Eﬁiﬂ:‘t‘::’en;o”adaceae IM CS vs IM SVD 0.005
Chryseobacterium IM CS vs MNG 0.01
IM SVD vs MNG 0.02
Lactococcus IM CS vs IM SVD 0.02
IM CS vs MNG 0.02
Eubacterium IM CS vs MNG 0.03
Genus Week 24 Intestinibacter IM SVD vs MNG 0.01
Flavonifractor IM CS vs IM SVD 0.04
Caulobacter IM CS vs IM SVD 0.01
IM SVD vs MNG 0.01
Pseudaminobacter IM CS vs IM SVD 0.04
IM SVD vs MNG 0.04
Burkholderia IM CS vs IM SVD 0.005
IM SVD vs MNG 0.006
Pantoea IM CS vs IM SVD 0.014
Pseudomonas IM CS vs IM SVD 0.04
0.04
p. 13 24/10/201 www.mynewgut.eu
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INFANTMET vs MyNewGut cohort: composite scores.
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p. 14 24/10/201 Early Life Factors
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Scales of Infant and
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THIRD EDITION

Cognitive, Language,
and Motor composites

~are clinician-rated

Social-Emotional and
Adaptive composites
are calculated based
on parent-reports

Data unpublished
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Perinatal factors (gestational age at birth and delivery mode) continue to
Impact gut microbiota to four years

Discriminative taxa:

Year 1: Escherichia-Shigella and Bifidobacterium
Year 2: Lachnospiraceae UCG008

Year 4: Christensenellaceae

Antibiotic treatment after C- section birth mode impacts microbiota
composition to 24 weeks, but the altered microbiota does not impact motor
(fine and gross), language (receptive and expressive) and cognitive
development at 2 years

p. 15 24/10/201 www.mynewgut.eu
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